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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Bioccelera tion Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: November 3, 2006, 18:30:3 9 ,- Search time 12859 Seconds 

( wi th ou t a ] ig nmen u s ) 
1 1 4 12.966 M il \ i on c el 1 upda tes/sec 

Title: US-10-649 -457 -1 

Perfect score: 2295 

Sequence: 1 a tgaagaagcgcaaggtgct agggctacgaga tcggctaa 2295 



Scoring table: IDE NT 1 T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 6366136 seqs, 31973710525 residues 

Tonal number of hits satisfying chosen parameters: 12732272 

Minimum D3 seq Length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 4 5 summaries 

Database : GenEmbl:* 



1 




gb_env : 


* 


2 




gb_pat : 


* 


3 




g b_ph : * 




4 




gb_pl : * 




5 




gb_pr : * 




6 




gb_ro : * 




7 




gb_sts : 


★ 


8 




gb_sy : * 




.9 




gb un : * 




10 


gb_vi : 


* 


11 


gb_ov : 


* 


12 


gb_hi:g 


. * 


13 


gb__i n : 


* 


14 


gb_om : 


+ 


15 


gb_ba~: 


★ 



Fred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and .is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RHSUi/r 1 
CS2 4 9 83 9 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 



CS249839 
Sequence 
CS249839 
CS249839 . 



.1 firom Patent 



22 08 bp DNA 
W02 00 5123 764 . 



1 in ea r 



PAT 18 -JAN -2 00 6 



1 GI: 85 3 6 24 18 



synthetic construct 

synthetic construct 

other sequences; artificial 

1 



sequences . 



A UT H 0 R S 5 r e h m , J . 



TjTLE 



Preparation of' protective antigen from bacillus anthracis 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Bioccelera tion Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: November 3, 2006', 18:24:58 ; Search time 1418 Seconds 

(without alignments) 
11284.422 Million cell updates/sec 

T: tie: US-10-649 -457 -1 

Per feci: score: 2295 

Sequence: .1 a ugaagaagcg caaggtget agggctacgaga teggctaa 2295 

Scoring table: IDENTITY NUC 

Gapop 10.0 , Gape xl 1.0 

Searched: 5 244920 seqs, 34861.24231. residues 



Tot a 1 numbe r of hits sa ti s f:yi ng chosen pa ramet; er s : 



10 4 8 9340 



Minimum i)3 seq length: 0 

Maximum DB seq length: 2000000000 



?osi> crocessi nq : 



Minimum Match 0% 
Maximum Match 10 0% 
Listing first 4 5 summaries 



Da c abase : 



1 : 

2 : 

3 : 

4 : 

5 : 

6 : 

7 : 

8 : 

9 : 
10 
1 1 
1 2 
13 
14 
15 



Geneseq_8 : * 
geneseqnl 98 0s : 
geneseqn!9 9 0s 
g en e s eqn2 0 0 0 s 
g en es eqn2 0 0 la s : * 
genes eqn2 0 0 lbs : * 
g en e s eqn2 0 0 2 a s : * 
geneseqn2 0 0 2bs : * 
geneseqn2 00 3a s : * 
geneseqn2 0 0 3bs : * 
geneseqri2 0 03 cs : 
geneseqn2 0 03ds : 
geneseqn2 0 04 as : 
geneseqn2 0 04bs : 
geneseqri2005s : * 
geneseqrr2006s : * 



Pred. No. is the number o£ results predicted by chance to have a 
score greater than or equal i:o the score oi: the result being printed, 
and is derived by analysis oi: the total score distribution. 
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ALIGNMENTS 



RKSULT 1 
AKFC6482 

Fl) ASF064 32 standard; DNA ; 2295 -iP. 
XX 

AC A3F0 64 82; 
XX. 

\T: 23 -MAR -200 G (Hirst: entry) 
XX 

DK Humanized protective antigen coding sequence, SEQ ID 1. 
XX 

KW Antibacterial; Vaccine; protective antigen; gene; ds. 
XX 

OS Synthetic. 
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SCORE Search Resylts Details for Application 10649457 

1 Search Result us-10-649-457-l.mi. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suggestions 
This page gives you Search Results detail for the Application 10649457 and Search Result us-10-649-457-l.rni. 
start 

Go Back to previous page 

GenCore version 5 . 1 . .9 
Copyright (c) 1993 - 20 06 Bioccelera Lion Led. 



OM nucleic - nucleic search, using sw model 



Run on: 



November 3, 20 06, 18:35:4 3 ; Search time 42 9 Seconds 

(without alignments) 
100 09.778 Million cell updates/sec 

US- 10-64 9 -4 57 -1 



Perfect score: 2 2.9! 



Sequence 



.1 a tgaagaagcgcaaggtgct agggctacgaga teggctaa 2295 



Scoring cable: IDENT TTY_NUC 

Gapop 10.0 , Gapexc j . 0 



Sea rched : 



1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post- processing : Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 



2807332 



Database 



I s su ed _}? a t en t s _N A : 

3 : /EMC_Celerra_S 

2 : /EMC_Celerra_S 

3 : /EMC_Celerra_S 

4 : /EMC_Celerra_S 

5 : /EMC_Celerra_S 

6 : /EMC_Celerra_S 

7 : /SMC_Celerra_S 

8 : /EMC_Celerra_S 

9 : /SMC_Celerra_S 
10: /EMC Celerra 



i:DS3 /pl.odata/2/i 
r DS3 /puodata/2/i 
IDS 3 /ptodaca /2/i 
r DS3 /ptodaca /2/:i 
!'DS3 /ptocata /2/.i 
i;dS3 /ptodaca /2/i 
IDS 3 /ptoda ta /2 /.i 
IDS 3 /ptodaca /2/i 
LDS3 /ptodaca /2/i 
5IDS3/ptodata/2/ 



na/l__COMB . seq: * 
na/5_C0MB . seq : * 
na./6A_COMB . seq : * 
na /6'B_COMB . sec : * 
na/7_COMB. seq: * 
na/H_COMB. seq: * 
na /PCTUS_COMB . seq : * 
na/PP_COMB . seq : * 
na/R E_COMB . sec : * 
i na. /back F i 1 e s 1 .seq: 



Pred. No. is the number of: results predicted by chance no have a 
score greater than or equal :o the score of: the resulc being printed, 
and is derived by analysis of the Local score distribution. 



SUMMAR TES 



Result 
No . 



Score 



% 

Query 

Match Length DB 



ID 



Description 



j 1243.8 54.2 4235 2 US -08-02 1-601 -3 

2 124 3.8 54.2 4 235 2 US - 08 - 082 - 84 9 B - 3 

3 124 3.8 54.2 4 23 5 7 PCT-US9 4 - 0 16 24 - 3 



Sequence 3, Appli 
Sequence 3, Appli 
Sequence 3, Appli 
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ALIGNMENTS 



result i 

-C8-021 -60 1 -3 

Sequence 3 , Application US/ 08 02 16 01 
Patent No. 55 93 63.1 
GENERAL INFORMATION : 

APPLICANT: Leppla , Stephen H. 
APPLICANT: Kl impel, Kurt R. 
APPLICANT: Nichols, Peter J. 
APPLICANT : Arora , Naveen 
APPLICANT: Si ngh, Yogendra 
TITLE OF INVENTION: ANTHRAX 
TLTLE OF INVENTION: RELATED 
NUMBER OF SEQUENCES: 12 
CORRESPONDENCE ADDRESS : 

ADDRESSEE: Needle & Rosenberg, P.C. 
STREET: 133 Carnegie Way, Since 400 
CITY : Aulanca 
STATE: Georgia 



TOXIN FUSION 
.METHODS 



PROTEINS AND 
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SCORE Search Results Details for Application 10649457 
and Search Result us-10-649-457-I.rst. 



Score. Home Page Retrieve Application List SCORE System. Overview SCORE FAQ Comments / Suggestions 
This page gives you Search Results detail for the Application 10649457 and Search Result us-10-649-457-l.rst. 
start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Bioccelera t:i on Ltd. 

OM nucleic - nucleic search, using sw mode.! 

Run or.: November 3, 2006, 18:31:11 ; Search time 3 0751 Seconds 

(without alignments) 
11937.017 Million cell updates/sec 

T: t je : US-10-649 -457 -1 

Perfect score: 2295 

Sequence: 1 a tgaa gaagcg ca ag g t gc t agggctacgaga tegget aa 2295 

Scoring liable : TDENTTTY_NUC 

Gapop 10.0 , Gape xi; 1.0 

Searched: 48236798 seqs , 27959665780 residues 

Total number of hits satisfying chosen parameters: 96473596 



y!.m.imum DB seq lengt:h: 0 

Maximum DB seq length: 2000000000 

Posi- processing: Minimum Match 0% 

Maximum Match 10 0% 

Li s t i n g f: i r s t 4 5 s umm a ries 



Database : EST: * 

1 : gb_es tl : * 

2 : gb_es t;3 : * 

3 : gb_es i:4 : * 

4 : gb_es i:5 : * 

5 : gb_es i:6 : * 
6 : gb_ht c : * 
7: gb_est2:* 

8 : gb_es i;7 : * 

9 : gb _es c8 : * 
10 : gb_ est 9 : * 
1 1 : gb_gss 1 : * 
12 : gb_gss2 : * 
13 : gb_gss3 : * 
14 : gb__gss4 : * 



?red. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and .is derived by analysis of: the total score distribution. 



SUMMARIES 

Result Query 

No. Score Match Length DB ID Description 
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CKi 5 9 16 7/ c 
LOCUS 

DMF3NITI0N 



ACC BSS 



VV.RS :.0N 
KKY WORDS 
SOURCE 

ORGANISM 



RHF KR EMCB 



linear EST 05- 
Tri ticum aesuivum 



DEC -200 3 
cDNA, 



CKI 59167 869 bp ' rnRNA 

FGAS040564 Triticum aescivum FGAS: TaLtS 
otRNA sequence . 
CKI 5 9 16 7 

CK159167. 1 GT: 38985053 
EST . 

Trifcicum aesuivum (bread wheat) 
i'r.iuicum aesiiivum 

Eukaryeca ; Vi ridiplanta e ; Streptophy ta ; ISmbryophyta ; Tracheophy ta ; 
Spermauophy t:a ; Magnoliophy ua ; Liliopsida; Poales; Poaceae; BISP 
clade; Pooideae ; Triuicea.e ; Triticum . 
1 (bases 1 to 86 9) 
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